Abstract: Although evidence that survival decreases with age in animal species is compelling, the existence of variation in aging rates across different populations of a given species is still questioned. Here, we compared aging rates of 22 pairs of ruminant species living in captive and free-ranging conditions. Based on the recent suggestion that feeding niche is a key factor influencing aging in captivity, we also investigated whether a species' natural diet influences the aging rates of captive ruminants relative to their wild conspecifics. We found that aging rate in a given species was higher under free-ranging conditions than in captivity, which provides the first evidence of consistent aging rate variation within species. Additionally, our study clearly demonstrates that differences in aging rates between captive and free-ranging ruminants increased as species were more specialized on grass diets.
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ELECTRONIC APPENDIX
Comparing free-ranging and captive populations reveals intra-specific variation in aging rates in large herbivores Jean-François Lemaître, Jean-Michel Gaillard, Laurie Bingaman Lackey, Marcus Clauss, Dennis W.H. Müller Table A1 : List of all species (n = 22) included in the analysis. All variables are described in the methodology section of the paper. Table A3 : Analysis of the influence of diet (percentage of grass in the diet), body mass (log-transformed) and data quality (longitudinal versus cross-sectional) on the difference in aging rate between wild and captive populations for females only (n = 22 species). We compared models based on AIC and w i (see methodology section). K represents the number of parameters in the model and λ the index of phylogenetic inertia. ΔAIC is the difference of corrected Akaike's criteria between the candidate model and the best model (in bold). Table A4 : Analysis of the influence of diet (percentage of grass in the diet), body mass (log-transformed) and data quality (longitudinal versus cross-sectional) on the difference in aging rate between wild and captive populations for males only (n = 22 species). We compared models based on AIC and w i (see methodology section). K represents the number of parameters in the model and λ the index of phylogenetic inertia. ΔAIC is the difference of corrected Akaike's criteria between the candidate model and the best model (in bold). Table A5 : Analysis of the influence of environment (captive versus wild), diet (percentage of grass in the diet), body mass (log-transformed), data quality (longitudinal versus cross-sectional) and sex (male versus female) on aging rate (n = 21 species). Compared to Table S2 , we excluded male Ovis aries from these models due to their particularly high aging rate. We compared models based on AIC and w i (see methodology section). ΔAIC is the difference of corrected Akaike's criteria between the candidate model and the best model (in bold). Table A6 : Analysis of the influence of environment (captive versus wild), diet (percentage of grass in the diet), body mass (log-transformed), and sex (male versus female) on aging rate estimated from Gompertz model (n = 7 species). We compared models based on AIC and w i (see methodology section). ΔAIC is the difference of corrected Akaike's criteria between the candidate model and the best model (in bold). Table A7 : Analysis of the influence of diet (percentage of grass in the diet) and body mass (log-transformed) on the difference in aging rate estimated from Gompertz model between wild and captive populations for males only (n = 7 species). We compared models based on AIC and w i (see methodology section). K represents the number of parameters in the model and λ the index of phylogenetic inertia. ΔAIC is the difference of corrected Akaike's criteria between the candidate model and the best model (in bold). Table A8 : Analysis of the influence of diet (percentage of grass in the diet) and body mass (log-transformed) on the difference in aging rate estimated from Gompertz model between wild and captive populations for females only (n = 7 species). We compared models based on AIC and w i (see methodology section). K represents the number of parameters in the model and λ the index of phylogenetic inertia. ΔAIC is the difference of corrected Akaike's criteria between the candidate model and the best model (in bold). 
